Figure 1 EGFR signalling pathway. EGFR is a tyrosine kinase receptor that plays a key role in the regulation of cell division and cell death.
What can I do with Reactome?
View your expression data in a pathway context Reactome [2] can help you understand the biological significance of expression data. The 'Analyze Expression Data' tool overlays your expression data onto Reactome pathway diagrams, using colour to represent the expression level (Figure 2 ). 
Identify pathways represented by a list of gene, protein or compound identifiers
The 'Analyze Data' tool takes your list of gene, protein or compound identifiers and maps them onto Reactome 
Getting data from Reactome
All Reactome [2] pathways can be downloaded from the Reactome website in several formats. For reference use, Rich Text Format (Word compatible) and PDF formats are available. For computational reuse, SBML level 2.3 and BioPAX [3] level 2 and 3 formats are available. Individual pathways can be downloaded using links available at the bottom of the pathway browser (shown in Figure 6 ). Human protein-protein interactions are available in PSI-MITAB [13] format. Pathway diagrams are available in PDF and PNG formats. The Reactome MySQL [14] database, schema, code and web interface can be downloaded for local implementation and development. 
